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7. M. Drăguşan, B.A Petre, S. Slǎmnoiu, T. Tu, M. Gross, M. Przybylski (2010) Online bioaffinity–

electrospray mass spectrometry for structure identification and quantification of protein-ligand 
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specific for nitrotyrosine- modified peptides revealed by affinity-mass spectrometry, J. Pept. Sci. 
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Fragments are Intermediates in the Oligomerization- Aggregation of Parkinson’s Disease Protein 
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12. Schreier V. N., Pethő L, Orbán E., Marquardt A., Petre B.A., Mező G. and Manea M. (2014), 
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Series (ISSN: 0065-2598), Springer – in press.  
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